The complete mitochondrial genome of Botia lohachata (Cypriniformes: Cobitidae).
In this study, the complete mitochondrial genome of Botia lohachata was determined (GenBank accession number KP729183). The mitochondrial genome sequence of B. lohachata was a circular molecule with 16,594 bp in length, and it contained 37 typical animal mitochondrial genes: 2 ribosomal RNA genes, 13 protein-coding genes, 22 transfer RNA genes, an L-strand replication origin (OL) and a control region (D-loop). The nucleotide acid composition of the entire mitogenome was 26.53% C, 15.63% G, 31.98% A and 25.86% T, with an AT content of 57.83%.